Alignment Editor Components

Here is the default layout of the editor:

([0 -+ UGENE - [CO1 fm] CON (=] 5 ) |

Ui File Actions Settings Tools Window Help Editor toolbar [=[[=]x]

g o Bl E e & e 2 G » ¢ Consensus area

|Par\mseAig’ment ‘

E Consensus w Sequences

B TaAGttTatTaATtCGagCtGAAtTagG

g 12 3 4 5 B 7 & 01011 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 a elect and ecd E]
Isophya_altaica_EF540820 [ 29 - Select and acd (x]
Bicolorana_bicolor_EF540830 [ A 29
Roeseliana_roeseli [ A 29 oot
Montana_montana [ A 29 Hirschberg (Kafgn) v
Metrioptera_japonica_EF54083 [ A 29 ~ Algorithm settings
Gampsocleis_sedakovii_EF540¢ [ A 29 Gap open penalty
Deracantha_deracantoides_EF5 [ A 29 217.00 =]
Zychia_baranovi [ 29 Gap extension penalty
Tettigonia_viridissima [ H 29 38.00 =
Conocephalus_discolor [ 29 Terminate gap penalty
Conocephalus_sp. [ A 29 39.00 &
Conocephalus_percaudata [ A 29 EEimems
Mecopoda_elongata__Ishigaki_ [ A 29 .00 5

i Mecopoda_elongata___Sumatra_ [ A 29 ~ Qutput settings
Mecopoda_sp.___Malaysia_ [ A 20 In new window
| Podisma_sapporensis [ A 29 Output fie:
Hetrodes_pupus_EF540832 [ 1ITAAGCCTTTTAATTCGTTCAIGAA 29 s PaimiseAlignmentResult.ain ]
[

| Phaneroptera_falcata ‘I ITAAGACTTCTAATTCGAGCCIGAA § 20 :
! Sequence area ;
Starting offset Ending offset oot I
) - ions pane
| al ™ | v Coordinates Lock status > P P
Simple MSA overview Find: 4= = n18/18 Col1/604  Pos 1;501 =

(R o sy

||”'| |l"|' '|[||rr ARG TR rr|rm|”rrﬂ’|l|”t“||| " |W1qr||mnl|wl|m| wurm ;m i nﬂ”wmmuu f11|r|n |”r||“m

| Q 2: Tasks H L1 3:Log | No active tasks &'

L 4

The Alignment Editor components:

For example, let's assume that the coordinate of the first visible base of the row is N, but the row contains K gaps before the position N. The starting offset
value will be N-K. The same rule is true for the ending offset.

You can turn off the Sequence offsets by unchecking the Actions View Show offsets main menu item or View Show offsets context menu item.
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