
Download and Installation
UGENE is compatible with the three most common operating systems: Windows, macOS, and Linux. It has some minimum system requirements. If your
system fits these requirements, you're welcome to download UGENE from http://ugene.net/download. The program can be used and distributed under the
terms of GPLv2.

Follow  to choose which UGENE package to download.these recommendation

Below you can also find links to the guides on UGENE installation on different operating systems.

https://doc.ugene.net/wiki/display/UUOUM32/System+Requirements
http://ugene.net/download.html
http://www.gnu.org/licenses/gpl-2.0.html
https://doc.ugene.net/wiki/display/UUOUM32/UGENE+Packages


System Requirements
UGENE Packages
Installation on Windows
Installation on macOS
Installation on Linux

Native Installation on Ubuntu
Native Installation on Fedora

Data Analysis Tools
Reference Data for NGS

Configure Data for Metagenomics Classification
Configure ChIP-Seq Analysis Data
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https://doc.ugene.net/wiki/display/UUOUM32/UGENE+Packages
https://doc.ugene.net/wiki/display/UUOUM32/Installation+on+Windows
https://doc.ugene.net/wiki/display/UUOUM32/Installation+on+macOS
https://doc.ugene.net/wiki/display/UUOUM32/Installation+on+Linux
https://doc.ugene.net/wiki/display/UUOUM32/Native+Installation+on+Ubuntu
https://doc.ugene.net/wiki/display/UUOUM32/Native+Installation+on+Fedora
https://doc.ugene.net/wiki/display/UUOUM32/Data+Analysis+Tools
https://doc.ugene.net/wiki/display/UUOUM32/Reference+Data+for+NGS
https://doc.ugene.net/wiki/display/UUOUM32/Configure+Data+for+Metagenomics+Classification
https://doc.ugene.net/wiki/display/UUOUM32/Configure+ChIP-Seq+Analysis+Data
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