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® Alignment Editor
® Overview
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® Navigation
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® Creating Custom Color Scheme
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Zooming and Fonts
Searching for Pattern
Consensus
® Export Consensus
Alignment Overview

® Working with Alignment

Selecting Alignment Region

Moving Subalignment

Copying and Pasting Subalignment
Editing Alignment

Removing Selection

Filling Selection with Gaps
Replacing Selected Character

Replacing with Reverse
Replacing with Complement
Removing Columns of Gaps
Removing Sequence
Removing All Gaps
Undo and Redo Framework
Saving Alignment
Aligning Sequences
Aligning Sequence to this Alignment
Pairwise Alignment
Working with Sequences List
® Adding New Sequences
® Renaming Sequences
Sorting Sequences
Shifting Sequences
Collapsing Rows
® Copying Sequences
Exporting in Alignment
® Extracting Selected as MSA
® Exporting Sequence from Alignment
® Exporting Alignment as Image
Importing APR and ACE Files

® Statistics

Distance Matrix
Grid Profile

® Advanced Functions

Building HMM Profile

® Building Phylogenetic Tree

PHYLIP Neighbor-Joining
MrBayes
PhyML Maximum Likelihood

® Sanger Reads Editor
® Sanger Reads Editor Overview

Sanger Reads Editor Features
Sanger Reads Editor Components

® Working with Chromatogram

Mapping Reads to Reference

® Alignment Statistics

Alignment Appearance

Overview and Show and Hide Chromatogram

Sanger Reads Consensus

® Export Chromatogram Consensus
Navigation in Sanger Reads Alignment
Editing Sanger Reads
Inserting Character
Replacing Character and Gap
Removing Character and Gap
Inserting Gap
Removing Gap at the Left
Removing All Columns of Gaps
Trimming Left End
Trimming Right End
Renaming Read
Removing Read

® Undo and Redo
Exporting Alignment without Chromatograms

® Assembly Browser
® |Import BAM and SAM Files
® Browsing and Zooming Assembly

Opening Assembler Browser Window
Assembly Browser Window

Replacing with Reverse-Complement
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Assembly Browser Window Components
Reads Area Description
Assembly Overview Description
Ruler and Coverage Graph Description
Go to Position in Assembly
® Using Bookmarks for Navigation in Assembly Data
® Getting Information About Read
® Short Reads Vizualization
® Reads Highlighting
® Reads Shadowing
Associating Reference Sequence
Associating Variations
Consensus Sequence
Exporting
® Exporting Reads
® Exporting Visible Reads
® Exporting Coverage
® Exporting Consensus
L]
L]

Exporting Consensus Variations
Exporting Assembly as Image
® Exporting Assembly Region
® Options Panel in Assembly Browser
® Navigation in Assembly Browser
® Assembly Statistics
® Assembly Browser Settings
® Assembly Browser Hotkeys
® Assembly Overview Hotkeys
® Reads Area Hotkeys
® Phylogenetic Tree Viewer
® Tree Settings
® Selecting Tree Layout and View
® Modifying Labels Appearance
® Showing and Hiding Labels
® Aligning Labels
® Changing Labels Formatting
® Adjusting Branch Settings
® Zooming Tree
® Working with Clade
® Selecting Clade
® Collapsing and Expanding Branches
® Swapping Siblings
® Zooming Clade
® Adjusting Clade Settings
® Changing Root
® Exporting Tree Image
® Printing Tree
® Extensions
® Workflow Designer
® DNA Annotator
® DNA Flexibility
® Configuring Dialog Settings
® Result Annotations
DNA Statistics
DNA Generator
ORF Marker
Remote BLAST
® Exporting BLAST Results to Alignment
® Fetching Sequences from Remote Database
® BLAST and BLAST+
® Creating Database
® Making Request to Database
® Fetching Sequences from Local BLAST Database
® Repeat Finder
® Repeats Finding
® Tandem Repeats Finding
® Tandem Repeats Search Result
® Restriction Analysis
® Selecting Restriction Enzymes
® Using Custom File with Enzymes
® Filtering by Number of Hits
® Excluding Region
® Circular Molecule
® Results
® Molecular Cloning in silico
® Digesting into Fragments
® Creating Fragment
® Constructing Molecule
® Available Fragments
® Fragments of the New Molecule
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