Adding Data to the Database

To add data to the database use the Add->Import to the database context menu item of the database in the project tree view. Also you can drag'n'drop it to
a shared database folder.

-* UGENE - [CVU55762 [s] CWUS,
% File Actions Settings Tools Window Help

B O B | & @ 2 S @ 5a Za Gol | & ~

Project X

'c&:

Mame filter
Ohjects _
4@ i
b | — * |ls  Import to the database...
Edit » |G Add folder..
Export/Import »
& Remowve selected items Del
O TESTH
5 GFF
-7 Genbank
=5 MMDB
5 MSF

| <7 L: Project |

A T T v T v T

The following dialog will appear:
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Here you can add to the database files, folders or other objects from the current Project View. To do this use corresponding buttons. After specifying your
data click on the Import button. The data will be imported and appear in the database data tree. Also you can change import settings. To do this click on
the General options button. The following dialog will appear:


https://ugene.unipro.ru/wiki/display/UUOUM/Project+View

i ™
0 oo aroemopes i

Destination folder: |

Files and folders options

Process directories recursively

Keep folders structure

[] Create a subfolder for the top level folder
Create a subfolder for each file

[] import unrecognized files

Multi-sequence files import policy

@ Import as separate sequences

(71 Merge into a single sequence

Mumber of 'unknown' symbols (W for nudleic ar X for aming)between parts: | 10 bases =

() Join into alignment

Documents and objects options

Create a subfolder for each document

[ oK ][ Cancel H Help

Available parameters are described below:

Process directories recursively - if this option is checked, the import procedure recreates the hierarchy of the imported directories and all their sub-
directories in the database. Otherwise, only the content of the directories, specified for import, is uploaded to the Destination folder without taking
into account any sub-directories.

Create a subfolder for each file - if this option is checked, for each file uploaded to the database a new folder is created, having the same name as
the file, and the file content is placed in the folder. Otherwise, the file data are imported into the Destination folder.

Import as separate sequences - if this option is selected and an uploaded file contains several sequences, they are represented by distinct
sequence objects in the database after the import is done.

Merge into a single sequence - if this option is selected and an uploaded file contains several sequences, they are merged into a single sequence
object in the database after the import is done.

Join into alignment - if this option is selected and an uploaded file contains several sequences, they are joined into a multiple sequence alignment
object in the database after the import is done.

Create a subfolder for each document - if this option is checked, for each document or object uploaded to the database a new folder is created,
having the same name as the file, and the data are placed in the folder. Otherwise, the data are imported into the Destination folder.
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