NGS: Variant Analysis



Call Variants with SAMtools Element

Change Chromosome Notation for VCF Element
Convert SnpEff Variations to Annotations Element
Create VCF Consensus Element

SnpEff Annotation and Filtration Element


https://doc.ugene.net/wiki/display/WDD31/Call+Variants+with+SAMtools+Element
https://doc.ugene.net/wiki/display/WDD31/Change+Chromosome+Notation+for+VCF+Element
https://doc.ugene.net/wiki/display/WDD31/Convert+SnpEff+Variations+to+Annotations+Element
https://doc.ugene.net/wiki/display/WDD31/Create+VCF+Consensus+Element
https://doc.ugene.net/wiki/display/WDD31/SnpEff+Annotation+and+Filtration+Element
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