Backbone details

If hairpins, self- or hetero-dimers have been found in the backbone sequence, this dialog appears.

m PCR Primer Design for DNA Assembly @

The unwanted structures have been found in the following backbone sequence candidate:
AAAANTTTTT

Unwanted structures:
5' backbone -

Self-dimer:
Delta G: -16.7 kcal/mole Base Pairs: 10 Melting temperature: 20°C

m

RRRARRTTTIT
IRERRRERRN
TITTTRARRRD

There are no sequences in the file left. Use this sequence as the backbone?

Yes ] [ ]

This dialog shows you the backbone sequence, unwanted connections, which have been found and asks you either you still want to use this sequence as
a backbone or not. If you click "Yes", this sequence will be used as the backbone. If you click "No", then the next sequence from the backbone file will be
checked. If you click "No" and there are no more sequences - the "Backbone" parameter will be skipped.
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