Opening Several Documents

To open several documents that are not yet presented in the current project use the File Open item in the main menu. The Select files to open dialog wi

appear. Select the documents with a help of the Ctrl button and click on the Open button. The following dialog will appear:
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The document selected contains multiple sequence instances.

Please select the way UGEME will read these sequences:

@ As separate sequences in sequence viewer

(7) Merge sequences into a single sequence to show in sequence viewer

MNumber of 'unknown' symbals (W for nudeic or X7 for amino)between parts: | 10 bases

(71 Join sequences into alignment and open in multiple alignment viewer

(") Align reads to reference sequence

File preview:
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Select the reading options and click on the OK button.
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